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Cluster: 0155 mtu; resid: 0.56; r/c: 30/38

x.range

upstream meme PSSM #1; e=0.97

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=550

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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echA10

aac

Rv3085lipR

fadE20

fadE6

adhD

Rv3088

Rv3077

Rv3075c

Rv1152Rv0443

Rv1480
moxR1

HYDROXYLASE

ORF03049

Rv0313

iclRv1126c

PPE16

Rv1156

Rv1344

PPE27

PE19

Rv1794

Rv2077cRv2280

PROBABLY ARSR−FAMILY

Rv2576c

bfrB string
operons −200 −100 −1

ORF03049NA
hypothetical protein: Rv1126c−0.02

POSSIBLE CONSERVED MEMBRANE PROTEIN: Rv2576c−0.03
hypothetical protein: Rv1156−0.04

PROBABLE MONOOXYGENASE (HYDROXYLASE): Rv3083−0.05
PROBABLE ACETYL−HYDROLASE/ESTERASE LIPR: Rv3084−0.05

PROBABLE SHORT−CHAIN TYPE DEHYDROGENASE/REDUCTASE: Rv3085−0.05
−TYPE ALCOHOL DEHYDROGENASE ADHD (ALDEHYDE REDUCTASE): Rv3086−0.05

PROBABLE ACYL−CoA DEHYDROGENASE FADE20: Rv2724c−0.05
hypothetical protein: Rv3088−0.10

Probable dehydrogenase: Rv2280−0.13
hypothetical protein: Rv0313−0.19

PROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN: Rv1152−0.27
PPE FAMILY PROTEIN: Rv1135c−0.48

enoyl−CoA hydratase: Rv1142c−0.51
hypothetical protein: Rv0443−0.68
hypothetical protein: Rv1794−0.71

POSSIBLE BACTERIOFERRITIN BFRB: Rv3841−0.75
SCRIPTIONAL REGULATORY PROTEIN (PROBABLY ARSR−FAMILY): Rv2358−0.75

acyl carrier protein: Rv1344−0.76
PROBABLE ACYL−CoA DEHYDROGENASE FADE6: Rv0271c−0.85

POSSIBLE CONSERVED TRANSMEMBRANE PROTEIN: Rv2077c−1.03
isocitrate lyase: Rv0467−1.42

INOGLYCOSIDE 2'−N−ACETYLTRANSFERASE AAC (AAC(2')−IC): Rv0262c−1.71
PE FAMILY PROTEIN: Rv1791−5.98

PPE FAMILY PROTEIN: Rv1790−6.03
PROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN MOXR1: Rv1479−6.29

hypothetical protein: Rv1480−6.29
hypothetical protein: Rv3075c−18.83

POSSIBLE HYDROLASE: Rv3077−18.83
log10(P) upstream meme1 2 log10(P.clust)=−2.51; 30 seqs; 26 uniq

c(0.5, 2.5)
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