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Cluster: 0142 mtu; resid: 0.39; r/c: 28/38

x.range

upstream meme PSSM #1; e=2.3e+03
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rplA
nusG

rplS

secE

Rv2465c

glyA

lsr2

Rv2699ctrxB2

tsnR

Rv3903c

cysD

hisE

PPE31

PE20

ORF04548

ORF04687

Rv0474
Rv0680c

kdpC

PE_PGRS26

Rv1875

glnA3

Rv2255c

mezPE_PGRS47

PPE50

Rv3357

string
operons −200 −100 −1

ORF04548NA
ORF04687NA

PPE FAMILY PROTEIN: Rv1807NA
sulfate adenylyltransferase subunit 2: Rv12850.00

hypothetical protein: Rv1875−0.00
ribose−5−phosphate isomerase B: Rv2465c−0.00

PPE FAMILY PROTEIN: Rv3135−0.00
HYPOTHETICAL ALANINE AND PROLINE RICH PROTEIN: Rv3903c−0.01

hypothetical protein: Rv3357−0.02
serine hydroxymethyltransferase: Rv1093−0.12

hypothetical protein: Rv2255c−0.14
50S ribosomal protein L19: Rv2904c−0.14

LUTAMINE SYNTHETASE GLNA3 (GLUTAMINE SYNTHASE) (GS−I): Rv1878−0.19
PE−PGRS FAMILY PROTEIN: Rv2741−0.21

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: Rv0680c−0.23
preprotein translocase subunit SecE: Rv0638−0.41

Possible 23S rRNA methyltransferase tsnR: Rv1644−0.59
PROBABLE THIOREDOXIN REDUCTASE TRXB2 (TRXR) (TR): Rv3913−0.95

hain) (Potassium binding and translocating subunit C): Rv1031−1.09
ECARBOXYLATING)) (PYRUVIC−MALIC CARBOXYLASE) (NAD−ME): Rv2332−1.23

PE−PGRS FAMILY PROTEIN: Rv1441c−1.36
phosphoribosyl−ATP pyrophosphatase: Rv2122c−1.36

PROBABLE IRON−REGULATED LSR2 PROTEIN PRECURSOR: Rv3597c−1.36
transcription antitermination protein NusG: Rv0639−1.56

50S ribosomal protein L1: Rv0641−1.56
PROBABLE TRANSCRIPTIONAL REGULATORY PROTEIN: Rv0474−1.61

PE FAMILY PROTEIN: Rv1806−1.61
hypothetical protein: Rv2699c−2.35

log10(P) upstream meme1 2 log10(P.clust)=−0.72; 28 seqs; 25 uniq
c(0.5, 2.5)
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