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Cluster: 0141 mtu; resid: 0.49; r/c: 25/37

x.range

upstream meme PSSM #1; e=51
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upstream meme PSSM #2; e=3e+04
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groES

groEL

ackA

pta

clpP

clpP2

echA21

fadB2

hflX
TB11.2

Rv2571c

cycA

Rv1703c

ORF187_in_recF_region

Rv2076c

lppR

ORFD0293

ORFD0302

Rv1347c

Rv1947

cobS

Rv2794c

ftsX

Rv3586

Rv3684

string
operons −200 −100 −1

ORF187_in_recF_regionNA
ORFD0293NA
ORFD0302NA

cobalamin synthase: Rv2208−0.11
co−chaperonin GroES: Rv3418c−0.14

3−hydroxybutyryl−CoA dehydrogenase: Rv0468−0.62
hypothetical protein: Rv1347c−1.21

phosphate acetyltransferase: Rv0408−1.49
acetate kinase: Rv0409−1.49

hypothetical protein: Rv1947−1.50
hypothetical protein: Rv2794c−1.53
hypothetical protein: Rv3586−1.54

MEMBRANE ALANINE AND VALINE AND LEUCINE RICH PROTEIN: Rv2571c−1.60
enoyl−CoA hydratase: Rv3774−1.73

TRANSPORT INTEGRAL MEMBRANE PROTEIN ABC TRANSPORTER): Rv3101c−1.74
hypothetical protein: Rv3592−1.88

PROBABLE CONSERVED LIPOPROTEIN LPPR: Rv2403c−2.05
Probable catechol−o−methyltransferase: Rv1703c−2.10

chaperonin GroEL: Rv0440−2.35
hypothetical protein: Rv2076c−2.37

PROBABLE GTP−BINDING PROTEIN HFLX: Rv2725c−2.67
LE D−SERINE/ALANINE/GLYCINE TRANSPORTER PROTEIN CYCA: Rv1704c−2.99

ATP−dependent Clp protease proteolytic subunit: Rv2460c−4.03
ATP−dependent Clp protease proteolytic subunit: Rv2461c−4.03

PROBABLE LYASE: Rv3684−4.13
log10(P) upstream meme1 2 log10(P.clust)=−1.97; 25 seqs; 21 uniq

c(0.5, 2.5)
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