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Cluster: 0116 mtu; resid: 0.39; r/c: 20/34

x.range

upstream meme PSSM #1; e=5.6

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1e+03

1 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 11
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rpsT rpsL

nth

hupB

Rv2843

Rv2840c

PPE67

Rv2585c

Rv0740

Rv0739

ORF02072

Rv2205c

PE36

ORF05284

ORF06170

Rv1637c

Rv2075c

Rv2132

lppY

Rv3194c

string −200 −100 −1
ORF02072NA
ORF05284NA
ORF06170NA

hypothetical protein: Rv2205c−0.72
POSSIBLE CONSERVED SECRETED PROTEIN: Rv3194c−0.82

Possible hypothetical exported or envelope protein: Rv2075c−0.94
30S ribosomal protein S12: Rv0682−1.06

PROBABLE CONSERVED LIPOPROTEIN LPPY: Rv2999−1.14
hypothetical protein: Rv0740−1.47
hypothetical protein: Rv2132−1.76

hypothetical protein: Rv1637c−1.82
PROBABLE CONSERVED TRANSMEMBRANE ALANINE RICH PROTEIN: Rv2843−1.95

hypothetical protein: Rv0739−2.33
POSSIBLE CONSERVED LIPOPROTEIN: Rv2585c−3.87

hypothetical protein: Rv2840c−4.55
PE FAMILY PROTEIN: Rv3893c−4.96

PPE FAMILY PROTEIN: Rv3739c−5.41
KE PROTEIN) (HLP) (21−KDA LAMININ−2−BINDING PROTEIN): Rv2986c−5.46

NIC)) (DEOXYRIBONUCLEASE (APURINIC OR APYRIMIDINIC)): Rv3674c−6.40
30S ribosomal protein S20: Rv2412−7.79

log10(P) upstream meme1 2 log10(P.clust)=−3.08; 20 seqs; 18 uniq
c(0.5, 2.5)
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