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Cluster: 0112 mtu; resid: 0.34; r/c: 19/39

upstream meme PSSM #1; e=66
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upstream meme PSSM #2; e=350
I log10(P) upstream meme log10(P.clust)=-5.65; 19 segs; 13 uniq
-8.61 MEE—FAIHY-PRETFEIN-VEE4ATRV3499¢
-8.61 MEE—FAMEY-RRETFEIN-VIEE4B RV3498C
-8.61 MEE-FAMiEY-PREFEIN-MEE4DIRV3496¢
MILY H®.60PROFEIN+PRMN-(MEE—FANM-ROPREFEIN-MCE4E)"RV3495¢
-8.61 MCE-FAMILY-PRETEIN-MCE4CIRV3497¢
-8.61 MCE-RAMILY RROTEIN-MCE4FIRV3494¢
A A c 0 CTc —7.51 ————stecinate-dehydragenase-flavopretein-suben RIS
AA ng-r RO KA IBLHLGQ.AG‘E‘H‘E—BE!—PFBROGEHASE—H;FGGWEBB?_
7 9 11 13 15 6 16 21 -5.91 hypethetieal protein: Rv3281
PBS8IBEE-PEROXIDASE-BPOC(NON-HAEM-PEROXIDASE): Rv0554
-5.36 mm——CcobaltochelataseIRV2062¢
-5.16 phosphoglycerate-kinasEHlRVIZST
RvI215¢ -4.51 - hypothetical protein: Rv1215¢c
NSERVER.POLYKETIDE SYNTHASE ASSOCIATED PROTEIN PAPA3: Rv1182
-2.96 mmmhypothetical-proteinifRv1871¢
Pk 5 47 PROBABLE-CONSERVED-LIPOPROTEIN-DSE SRS
bpoC -2.47 mmr——hypothetical-protein’RVI676
e Ruazsl  —2.46 hypethetieat pretein: Rv3254
sdhA -0.06 NABH-dehydrogenase-subunit [ Rv3153
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