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Cluster: 0100 mtu; resid: 0.33; r/c: 25/34

x.range

upstream meme PSSM #1; e=9.1e−11

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.9

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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Rv0080
Rv0079

METHYLASE

metX

Rv2626c

acghspX

Rv0569

Rv1733c

TB31.7Rv3134c

Rv2627c

Rv1996

Rv2030c
Rv2628

ORFD0322

Rv0039c

PPE3

Rv0990c

Rv1813c

rpmB

ORF05167fdxA

Rv2253

Rv3463 string
operons −200 −100 −1

ORFD0322NA
ORF05167NA

POSSIBLE CONSERVED TRANSMEMBRANE PROTEIN: Rv0039c−0.03
homoserine O−acetyltransferase: Rv3341−0.07

POSSIBLE METHYLTRANSFERASE (METHYLASE): Rv3342−0.07
hypothetical protein: Rv1813c−0.29

50S ribosomal protein L28: Rv2058c−0.32
PPE FAMILY PROTEIN: Rv0280−1.04

hypothetical protein: Rv3463−1.04
hypothetical protein: Rv2628−2.71

Possible secreted unknown protein: Rv2253−2.84
hypothetical protein: Rv0079−3.10
hypothetical protein: Rv0080−3.10

hypothetical protein: Rv2626c−3.17
hypothetical protein: Rv2627c−3.65
hypothetical protein: Rv3134c−4.16
hypothetical protein: Rv0990c−4.89

PROBABLE FERREDOXIN FDXA: Rv2007c−6.00
hypothetical protein: Rv0569−6.41
hypothetical protein: Rv2623−7.08
hypothetical protein: Rv1996−7.26

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: Rv1733c−9.79
hypothetical protein: Rv2030c−12.57

(ALPHA−CRSTALLIN HOMOLOG) (14 kDa ANTIGEN) (HSP16.3): Rv2031c−12.57
Conserved hypothetical protein Acg: Rv2032−12.57

log10(P) upstream meme1 2 log10(P.clust)=−4.55; 25 seqs; 21 uniq
c(0.5, 2.5)
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