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Cluster: 0080 mtu; resid: 0.34; r/c: 19/38

x.range

upstream meme PSSM #1; e=19
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e

upstream meme PSSM #2; e=130

1 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 151 3 5 7 9 11 13 15
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mce4B

lprN
mce4A

mce4D

Rv2418c

Rv1728c
fbiB

Rv2061c

Rv0696

entC

fumC

Rv1232c

lppJ

Rv2082

Rv2102

Rv2228c

amiA1

Rv3671c

ORF01330

string
operons −200 −100 −1

ORF01330NA
hypothetical protein: Rv2061c−0.32

MILY LIPOPROTEIN LPRN (MCE−FAMILY LIPOPROTEIN MCE4E): Rv3495c−0.45
MCE−FAMILY PROTEIN MCE4D: Rv3496c−0.45
MCE−FAMILY PROTEIN MCE4B: Rv3498c−0.45
MCE−FAMILY PROTEIN MCE4A: Rv3499c−0.45

hypothetical protein: Rv2228c−1.03
hypothetical protein: Rv1728c−1.07

POSSIBLE MEMBRANE−ASSOCIATED SERINE PROTEASE: Rv3671c−1.22
HYDROLASE AMIA1 (N−ACYL−L−AMINO ACID AMINOHYDROLASE): Rv3305c−1.41

isochorismate synthase: Rv3215−1.58
hypothetical protein: Rv1232c−1.59

PROBABLE MEMBRANE SUGAR TRANSFERASE: Rv0696−1.69
hypothetical protein: Rv2418c−2.45
hypothetical protein: Rv2102−4.16

Possible lipoprotein lppJ: Rv2080−4.60
F420−0−−gamma−glutamyl ligase: Rv3262−4.87

fumarate hydratase: Rv1098c−5.79
hypothetical protein: Rv2082−5.84

log10(P) upstream meme1 2 log10(P.clust)=−2.19; 19 seqs; 16 uniq
c(0.5, 2.5)
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