Cluster: 0076 mtu; resid: 0.28; r/c: 13/38
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-3.92 transtation-initiation fdctor 1F—1 Rv3462¢
-3.92 ~-50S-ribosomat protein1-36: Rv3461¢

-2.79 ————BNA—girected RNA:petymerase-subiifiit atpha: Rv3457c
-2.79 ————————————— — — —50S ribosomat-protein--17IRNUSAS60

-2.41 305 ribosomal pfotein S13TRV34606
-2.41 305 ribosomal-protein-S11: Rv3459¢
-2.41 30S-ribesemal-protein-S4: Rv3458¢
-1.77 205 ribosomal-protein-1-2 SHRIEGES
-1.54 305 ribosomal pfBtein S2HRVZE908
-1.54 elongation Tctor T<HIRVZE898
-1.54 BnidascHRV2E888
-1.12 DNA-directed RNA p&/merase subunit beta’: Rv0668

-1.12 —IBNA—CH'eeted-RNI‘A-p!wm-ase-subun%beta: Rv0667
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