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Cluster: 0052 mtu; resid: 0.48; r/c: 24/37

x.range

upstream meme PSSM #1; e=0.0014

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
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ng
e

upstream meme PSSM #2; e=240

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9
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Rv2134c

Rv2133c

corA

adhA

Rv0571c

Rv2558
Rv2551c

Rv3755c

Rv1065

whiB3

Rv1890c

Rv0960

lipA

Rv2575

clpS
Rv1487

proW

ORF04372

ORF05444

furB

Rv2653c

Rv3437

PPE53Rv2365c

string
operons −200 −100 −1

ORF04372NA
ORF05444NA

hypothetical protein: Rv2365c−0.66
POSSIBLE CONSERVED TRANSMEMBRANE PROTEIN: Rv3437−1.04

hypothetical protein: Rv1065−1.12
hypothetical protein: Rv2551c−1.17

TRANSCRIPTIONAL REGULATORY PROTEIN WHIB−LIKE WHIB3: Rv3416−1.53
hypothetical protein: Rv2133c−1.78
hypothetical protein: Rv2134c−1.78

lipoyl synthase: Rv2218−1.84
PROBABLE FERRIC UPTAKE REGULATION PROTEIN FURB: Rv2359−1.85

hypothetical protein: Rv2558−2.00
hypothetical protein: Rv0571c−2.34
hypothetical protein: Rv0960−2.62

POSSIBLE phiRv2 PROPHAGE PROTEIN: Rv2653c−2.82
SIUM AND COBALT TRANSPORT TRANSMEMBRANE PROTEIN CORA: Rv1239c−2.84

POSSIBLE CONSERVED MEMBRANE GLYCINE RICH PROTEIN: Rv2575−3.12
SPORT INTEGRAL MEMBRANE PROTEIN ABC TRANSPORTER PROW: Rv3757c−3.50

hypothetical protein: Rv3755c−3.50
ATP−dependent Clp protease adaptor protein ClpS: Rv1331−3.51

hypothetical protein: Rv1890c−3.62
Probable alcohol dehydrogenase adhA: Rv1862−3.69

PPE FAMILY PROTEIN: Rv3159c−3.77
hypothetical protein: Rv1487−4.33

log10(P) upstream meme1 2 log10(P.clust)=−2.47; 24 seqs; 21 uniq
c(0.5, 2.5)
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