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Cluster: 0022 mtu; resid: 0.38; r/c: 32/36
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upstream meme PSSM #1; e=53
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rpmH

Rv3922c
rpmI

infC

rnpA

rplI

rpsR

rplT

rplS
rpmA

rplC
pyrR

Rv2466c
Rv2465c

Rv3850
Rv2719c

Rv3524

Rv2331Rv2413c

Rv2843

Rv0654

ORF04548

ORF08416TB39.8

Rv1046c
Rv1277

PE_PGRS26

Rv1535

glpD1

lppA

Rv3172c

ORF04275 string
operons −200 −100 −1

ORF04548NA
ORF08416NA
ORF04275NA

50S ribosomal protein L19: Rv2904c−0.17
hypothetical protein: Rv1535−0.27

hypothetical protein: Rv0020c−0.38
hypothetical protein: Rv1277−0.47

50S ribosomal protein L27: Rv2441c−0.51
hypothetical protein: Rv3850−0.57

PROBABLE DIOXYGENASE: Rv0654−0.59
hypothetical protein: Rv2331−0.60

PROBABLE CONSERVED MEMBRANE PROTEIN: Rv3524−0.66
50S ribosomal protein L3: Rv0701−1.08

POSSIBLE CONSERVED MEMBRANE PROTEIN: Rv2719c−1.14
pyrimidine regulatory protein PyrR: Rv1379−1.19

hypothetical protein: Rv3172c−1.26
30S ribosomal protein S18: Rv0055−1.26

50S ribosomal protein L9: Rv0056−1.26
hypothetical protein: Rv2466c−1.45

PROBABLE GLYCEROL−3−PHOSPHATE DEHYDROGENASE GLPD1: Rv2249c−1.52
ribonuclease P: Rv3923c−1.52

hypothetical protein: Rv3922c−1.52
50S ribosomal protein L34: Rv3924c−1.52

PROBABLE CONSERVED TRANSMEMBRANE ALANINE RICH PROTEIN: Rv2843−1.52
ribose−5−phosphate isomerase B: Rv2465c−1.58

hypothetical protein: Rv1046c−1.69
hypothetical protein: Rv2413c−1.91

translation initiation factor IF−3: Rv1641−2.03
50S ribosomal protein L35: Rv1642−2.03
50S ribosomal protein L20: Rv1643−2.03

PROBABLE CONSERVED LIPOPROTEIN LPPA: Rv2543−3.02
PE−PGRS FAMILY PROTEIN: Rv1441c−3.44

log10(P) upstream meme1 2 log10(P.clust)=−1.32; 32 seqs; 25 uniq
c(0.5, 2.5)
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