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Cluster: 0018 mtu; resid: 0.52; r/c: 20/37

x.range

upstream meme PSSM #1; e=0.36
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upstream meme PSSM #2; e=1.9e+03
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ahpD

ahpC

Rv2700

lprQ

Rv2732c

ubiE

Rv2510c

Rv1230c

ORFD0293

FRAGMENT

Rv0921

pyrB

glbN

Rv1707

Rv1873

Rv3027cRv1254

Rv2459
Rv3362c

cmaA1

string −200 −100 −1
ORFD0293NA

SASE FOR INSERTION SEQUENCE ELEMENT IS6110 (FRAGMENT): Rv0795NA
PROBABLE ACYLTRANSFERASE: Rv1254−0.69

Probable hemoglobin glbN: Rv1542c−0.77
PROBABLE ATP/GTP−BINDING PROTEIN: Rv3362c−0.86

DE REDUCTASE D PROTEIN AHPD (ALKYL HYDROPEROXIDASE D): Rv2429−0.89
ubiquinone/menaquinone biosynthesis methyltransferase: Rv0558−1.00

POSSIBLE MEMBRANE PROTEIN: Rv1230c−1.28
ROBABLE CONSERVED INTEGRAL MEMBRANE TRANSPORT PROTEIN: Rv2459−1.51

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: Rv1707−1.66
CFA SYNTHASE) (CYCLOPROPANE MYCOLIC ACID SYNTHASE 1): Rv3392c−1.92

PROBABLE CONSERVED TRANSMEMBRANE PROTEIN: Rv2732c−2.05
hypothetical protein: Rv3027c−2.35
hypothetical protein: Rv1873−2.42

POSSIBLE CONSERVED SECRETED ALANINE RICH PROTEIN: Rv2700−2.62
POSSIBLE RESOLVASE: Rv0921−3.22

PROBABLE CONSERVED LIPOPROTEIN LPRQ: Rv0483−3.90
hypothetical protein: Rv2510c−4.04

aspartate carbamoyltransferase catalytic subunit: Rv1380−4.45
DE REDUCTASE C PROTEIN AHPC (ALKYL HYDROPEROXIDASE C): Rv2428−6.23

log10(P) upstream meme1 2 log10(P.clust)=−2.33; 20 seqs; 19 uniq
c(0.5, 2.5)
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