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Cluster: 0017 mtu; resid: 0.24; r/c: 15/34

x.range

upstream meme PSSM #1; e=630

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1e+03

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13

●

●

●

●

●

●

●

●

●

●

●

● ●

●

●

Rv1702c

phoR
Rv1587c

Rv1586c

Rv1982c

Rv1585c

Rv1588c

Rv3466

Rv1056

Rv1574
bioB

rpsN Rv3827c

FRAGMENT

hisD

string
operons −200 −100 −1

hypothetical protein: Rv1056−0.04

hypothetical protein: Rv1702c−0.46

biotin synthase: Rv1589−0.65

histidinol dehydrogenase: Rv1599−0.89

POSSIBLE TRANSPOSASE (FRAGMENT): Rv0606−2.15

Probable phiRV1 phage related protein: Rv1574−2.37

POSSIBLE TRANSPOSASE: Rv3827c−2.53

hypothetical protein: Rv1982c−2.53

YSTEM RESPONSE SENSOR KINASE MEMBRANE ASSOCIATED PHOR: Rv0758−3.08

Partial REP13E12 repeat protein: Rv1587c−3.63

Partial REP13E12 repeat protein: Rv1588c−3.63

30S ribosomal protein S14: Rv2056c−4.36

hypothetical protein: Rv3466−7.05

Possible phage phiRv1 protein: Rv1585c−7.64

Probable phiRv1 integrase: Rv1586c−7.64

log10(P) upstream meme1 2 log10(P.clust)=−3.24; 15 seqs; 13 uniq
c(0.5, 2.5)
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