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Cluster: 0011 mtu; resid: 0.50; r/c: 25/37

x.range

upstream meme PSSM #1; e=2.9e+03

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=9.9e+03

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17
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rpfE
Rv0430

Rv2375

PPE45
Rv2387

Rv1176c

TB8.4

ORF06170 ORF08434

Rv0455c

cspB

Rv0948c

Rv1192

dapE
Rv1444c

Rv1637c

narK1

rpsT

Rv2459

papA4

thyA

Rv2971

Rv3194c

ppa

Rv3686c

string −200 −100 −1
ORF06170NA
ORF08434NA

hypothetical protein: Rv1192−0.05
PPE FAMILY PROTEIN: Rv2892c−0.12

dipeptidase: Rv1202−0.24
PROBABLE COLD SHOCK−LIKE PROTEIN B CSPB: Rv0871−0.29

PROBABLE RESUSCITATION−PROMOTING FACTOR RPFE: Rv2450c−0.41
inorganic pyrophosphatase: Rv3628−0.42

hypothetical protein: Rv1444c−0.86
NSERVED POLYKETIDE SYNTHASE ASSOCIATED PROTEIN PAPA4: Rv1528c−0.91

LOW MOLECULAR WEIGHT T−CELL ANTIGEN TB8.4: Rv1174c−0.97
thymidylate synthase: Rv2764c−0.97

hypothetical protein: Rv2387−1.14
hypothetical protein: Rv2375−1.23
hypothetical protein: Rv0430−1.62

PROBABLE OXIDOREDUCTASE: Rv2971−1.67
hypothetical protein: Rv0455c−2.32

POSSIBLE CONSERVED SECRETED PROTEIN: Rv3194c−2.43
TE EXTRUSION PROTEIN 1 NARK1 (NITRITE FACILITATOR 1): Rv2329c−2.82

ROBABLE CONSERVED INTEGRAL MEMBRANE TRANSPORT PROTEIN: Rv2459−3.95
hypothetical protein: Rv0948c−4.15
hypothetical protein: Rv1637c−4.24
hypothetical protein: Rv3686c−4.47

30S ribosomal protein S20: Rv2412−4.77
hypothetical protein: Rv1176c−5.74

log10(P) upstream meme1 2 log10(P.clust)=−1.99; 25 seqs; 24 uniq
c(0.5, 2.5)
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