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Cluster: 0065 mpn; resid: 0.49; r/c: 24/119

x.range

upstream meme PSSM #1; e=3.7
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upstream meme PSSM #2; e=570
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Similarity to G3P transporters: MPN113−0.26
Acyltransferase: MPN114−0.26

tRNA/rRNA methyltransferase: MPN355−0.34
hypothetical protein: MPN404−0.38
hypothetical protein: MPN405−0.38
hypothetical protein: MPN590−0.57
hypothetical protein: MPN373−1.13
hypothetical protein: MPN150−1.26
hypothetical protein: MPN437−1.97
hypothetical protein: MPN591−2.02

triacylglycerol lipase (lip) 3: MPN445−2.11
(C−terminal, fragment): MPN305−2.72

hypothetical protein: MPN333−3.05
less (fragment): MPN306−3.44

carbamate kinase: MPN307−3.44
aa_permeases: MPN308−3.44

hypothetical protein: MPN412−3.75
histidyl−tRNA synthetase: MPN045−4.80

hypothetical protein: MPN368−4.95
tlyC homolog, hemolysin activity doubtful: MPN159−4.97

hypothetical protein: MPN441−5.05
L−xylulose 5−phosphate 3−epimerase: MPN492−6.29

3−keto−L−gulonate−6−phosphate decarboxylase: MPN493−6.29
e protein II, component A, for pentitol, SGAT homolog: MPN494−6.29

log10(P) upstream meme1 2 log10(P.clust)=−2.88; 24 seqs; 18 uniq
c(0.5, 2.5)
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