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Cluster: 0057 mpn; resid: 0.59; r/c: 39/127

x.range

upstream meme PSSM #1; e=44
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x.range
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upstream meme PSSM #2; e=2e+03
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ptsH
MPN052

MPN147
MPN146

MPN282
MPN281

MPN388
yaaF

ackA
licA

atpAatpG
atpF

atpBatpH
atpE
atpC

timpgm
ptsI

MPN596

yfiB

MPN593

trpS

MPN038

MPN039

MPN041

group2

MPN097

MPN111

group 2

MPN151

MPN272

MPN313

MPN349

MPN359

MPN526

MPN588

yjcW

string
operons −200 −100 −1

putative lipoprotein: MPN052−0.03
phosphocarrier protein HPr: MPN053−0.03

DEOXYGUANOSINE KINASE/ DEOXYADENOSINE KINASE: MPN386−0.04
hypothetical protein: MPN388−0.04

tryptophanyl−tRNA synthetase: MPN265−0.12
hypothetical protein: MPN588−0.12
hypothetical protein: MPN359−0.14
hypothetical protein: MPN097−0.14
hypothetical protein: MPN272−0.24
hypothetical protein: MPN349−0.58
hypothetical protein: MPN313−0.74
hypothetical protein: MPN282−0.74
hypothetical protein: MPN041−0.85
hypothetical protein: MPN111−1.86

adhesin P1 (group2) homolog: MPN090−1.96
hypothetical protein: MPN596−2.18

F0F1 ATP synthase subunit epsilon: MPN597−2.18
F0F1 ATP synthase subunit gamma: MPN599−2.18

F0F1 ATP synthase subunit alpha: MPN600−2.18
F0F1 ATP synthase subunit delta: MPN601−2.18

F0F1 ATP synthase subunit B: MPN602−2.18
F0F1 ATP synthase subunit C: MPN603−2.18
F0F1 ATP synthase subunit A: MPN604−2.18

hypothetical protein: MPN281−2.40
ribose/galactose) ABC transporter ATP−binding subunit: MPN258−2.43

hypothetical protein: MPN146−3.30
hypothetical protein: MPN147−3.30
hypothetical protein: MPN039−3.34
hypothetical protein: MPN038−3.94
hypothetical protein: MPN593−4.90
hypothetical protein: MPN526−5.04

acetate kinase: MPN533−5.35
similar to choline kinase: MPN532−5.35

hypothetical protein: MPN151−5.43
t HPr protein kinase phosphoryltransferase (Enzyme I): MPN627−5.65

hypothetical protein: MPN630−5.65
phosphoglyceromutase: MPN628−5.65

triosephosphate isomerase: MPN629−5.65
adhesin P1 (group 2) homolog: MPN129−5.99

log10(P) upstream meme1 2 log10(P.clust)=−2.52; 39 seqs; 25 uniq
c(0.5, 2.5)
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