
50 100 150 200 250

−
4

−
2

0
2

4

Cluster: 0041 mpn; resid: 0.46; r/c: 18/118

x.range

upstream meme PSSM #1; e=20
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upstream meme PSSM #2; e=94
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deoA

deoD

deoC
tdk

glyA

ribose/galactose

yjcW

rbsC

nrdE
nrdI

dhfr

pstA
pstB

MPN281

MPN284

MPN288

ugpC

MPN506

string
operons −200 −100 −1

purine nucleoside phosphorylase: MPN062−1.49

deoxyribose−phosphate aldolase: MPN063−1.49

thymidine phosphorylase: MPN064−1.49

ribose/galactose) ABC transporter ATP−binding subunit: MPN258−2.19

transporter permease subunit, but probably C−terminal: MPN259−2.19

r (ribose/galactose) ABC transporter permease subunit: MPN260−2.19

thymidine kinase: MPN044−2.44

dihydrofolate reductase: MPN321−2.61

ribonucleotide reductase stimulatory protein: MPN323−2.61

ribonucleotide−diphosphate reductase subunit alpha: MPN324−2.61

serine hydroxymethyltransferase: MPN576−3.08

hypothetical protein: MPN281−3.49

phosphate specific: MPN609−3.75

Psta /Pstc−like ABC transporter; phosphate specific: MPN610−3.75

lycerol−3−phosphate transport system permease protein: MPN134−4.68

hypothetical protein: MPN506−5.34

hypothetical protein: MPN288−5.82

hypothetical protein: MPN284−6.71

log10(P) upstream meme1 2 log10(P.clust)=−3.22; 18 seqs; 11 uniq
c(0.5, 2.5)
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