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Cluster: 0027 mpn; resid: 0.17; r/c: 3/112

x.range

upstream meme PSSM #1; e=4.3

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=350

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7
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MPN128

−200 −100 −1

hypothetical protein: MPN098−3.08

involved in cytadherence: MPN102−5.33

hypothetical protein: MPN128−6.04

log10(P) upstream meme1 2 log10(P.clust)=−4.82; 3 seqs; 3 uniq
c(0.5, 2.5)
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