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Cluster: 0017 mpn; resid: 0.30; r/c: 8/115
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50S ribosomal protein L32: MPN540

50S ribosomal protein L7/L12: MPN539

50S ribosomal protein L10: MPN538

replicative DNA helicase DnaB: MPN232

elongation factor G: MPN227

oligopeptide transport ATP−binding protein OppD: MPN217

oligopeptide transport system permease protein AmiD: MPN216

oligopeptide transport system permease protein OppB: MPN215
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