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upstream meme PSSM #1; e=0.0048 upstream meme PSSM #2; e=0.015
I log10(P) upstream meme log10(P.clust)=—4.78; 18 seqs; 18 uniq
-18.72 hypetiBiga-pretein: MPN286
-17.44 "hypotf&tital protein: MPN409
-10.32 — = hypothetical-protein: MPN463
-9.87 —hypetheticaffetein: MPN144
-6.51 hypotheiieat-proteinMPN486
c A A -533 - protein family involved in cytadherence: MPN503
—4.46 ~— hypothetical-proteinifMPN042
A0 94 A TT A E AC 9 TA ITC -4.46 hypotheffear proteini MPNO40
uwoo1e A 37T o uBLY -4.06 Swiss—Prot Accession Number P39695, from B. subtilisIRNEED
e — -1.49 ypothetieat proteint MPNS77
MPNEG -1.44 ——— hypotheticat-protein: MPN513
MPNO49 mpn37o  —0.48 cysteinyl-tRNA-synthetaselIMPN356
MPN577 MPN409 -0.40 hypotheticat-proteini MPN206
comes oo wpyoss 038 membrane-export protein family: MPN04
IPNA3E Lo hypothetieat-protein: MPN160
s MPNASS -0.31 hypethetieatpretein: MPN103
MPN160 -0.04 hypothetical proteinZMPN370
MPN144 0.00 , —  — — hypethetieatpretein: MPN438
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