Cluster: 0003 mpn; resid: 0.27; r/c: 8/115
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upstream meme PSSM #1; e=0.59 upstream meme PSSM #2; e=630

TOITAS A T TAG C
T ATTeA oAAAeAOG
1 6 16 21 12 4 5 6
MPN102
MPN578
APN486
MPNO40 MPN37:
MPN103
MPN131
MPN098

I I I
150 200 250

l0g10(P) upstream mame log10(P.clust)=-5.39; 8 segs; 8 uniq
-12.48 hypothal protein: MPN131

-7.14 :.,W::-'O-pmei-n: MPN486

-5.21 m/olved in-cytadherence: MPN102

-4.74 ) hypothetical protein: MPN098

-4.25 mypotraiBlproteir MPNO40
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-4.05 hypothe I Mbroteirt MPN103

-1.03 hypethetieal protein: MPN578
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