Cluster: 0001 mpn; resid: 0.39; r/c: 15/117

=2000

10 Nov 04 11:48:45 iter
cMonkey Version 4.7.2 mpn

upstream meme PSSM #1; e=44

I

?TQAQ Casil

I I
50 100

upstream meme PSSM #2; e=61

T

TUWTAl [IAT %R

Tl T
oA TAT = To=
1 6 11 16 1

MPN112
osnC

pikA

MPN499 reeA «

MPN495 MPN517
presR MPN626

yidA oFf7 == string

@ Operons

I I I
150 200 250
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-7.37 —————t—lactate-dehydrogenase: MPN674
-6.38 — @yruvate kinascNIENS08
-6.38 8-phospghofructokinascNIBNER
-6.18 — Stiggest retietase-omotegtre; MPN517
-5.09 I wa—hydrolase/phosphatase: MPN427
-4.58 rglucose—6—phosphate-isomerascllNIEN250
-3.76 - glyceraldehyde—3-phosphate dehydrogenasclNIENZS0
-3.02 — permeascilNPNIT2
-2.82 — methionine-suffoxide reductase AGNIENGOD
-2.53 B____ypotheticat-protein: MPN626
-2.42 @eombinase AT MPN490
-2.10 mm hypothetical protein: MPN450
-1.74 M hypothetical proteirNIENEES
-1.37 = similar to PTS system: El|BENPNZSS
-0.43 , ' : hypethetieat-protein: MPN499
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