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string
operons −200 −100 −1

coenzyme F390 synthetase: MMP0314−0.00
hypothetical protein: MMP0615−0.00

ParR family transcriptional regulator: MMP0168−0.01
hypothetical protein: MMP0177−0.01

LysR family transcriptional regulator: MMP1712−0.01
hypothetical protein: MMP0403−0.02

translation initiation factor IF−5A: MMP0952−0.02
2−oxoisovalerate oxidoreductase subunit gamma: MMP1273−0.02

hypothetical protein: MMP0021−0.03
bifunctional dCTP deaminase/dUTP diphosphatase: MMP1426−0.03

hypothetical protein: MMP0189−0.04
50S ribosomal protein L1P: MMP0260−0.04

triphosphoribosyl−dephospho−CoA protein: MMP0213−0.06
uridylate kinase: MMP0385−0.08

phosphatidylglycerophosphatase A: MMP1597−0.08
imidazole glycerol phosphate synthase subunit HisH: MMP1082−0.10

de synthase:cobyrinic acid a,c−diamide synthase CbiA: MMP1478−0.11
excinuclease ABC subunit B: MMP0727−0.23

MiaB−like tRNA modifying protein: MMP0412−0.26
dUTP diphosphatase: MMP1075−0.37

omutase/phosphomannomutase:calcium− bin ding EF−hand: MMP1077−0.37
)me thylideneamino)imidazole−4−carboxamide isomerase: MMP0417−0.40

GCN5−related N−acetyltransferase: MMP1281−0.68
ribosomal protein L11: MMP1433−0.74

nol dehydrogenase regulatory protein related protein: MMP0363−1.14
5−oxopent−3−ene−1,2,5−tricarboxylate decarboxylase.: MMP0144−2.18
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