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Cluster: 0144 mmp; resid: 0.82 0.34 0.53 0.35; r/c: 21/57

x.range

upstream meme PSSM #1; e=19

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.1e+04

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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mer
hmdII

hemAMMP0089

MMP1717

MMP1718

putP

MMP0020
MMP0038

MMP0226

MMP0287

MMP0334

MMP0431 MMP0463

MMP0480

modAMMP0521

MMP0624

MMP0681

fruB

ftr

string
operons −200 −100 −1

BC transporter periplasmic molybdate−binding protein: MMP0514−0.01
coenzyme F420−reducing hydrogenase subunit beta: MMP1385−0.02

xanthine/uracil permease family protein: MMP0681−0.06
sodium/proline symporter: MMP0221−0.08

ExsB family transcriptional regulator: MMP0226−0.11
hypothetical protein: MMP0463−0.11

hanofuran−−tetrahydromethanopterin formyltransferase: MMP1609−0.11
rhodopsin−like GPCR superfamily protein: MMP0431−0.30

type II secretion system protein: MMP0038−0.34
nickel responsive regulator: MMP0020−0.46

RNA methyltransferase, TrmH family, group 1: MMP0334−0.46
hypothetical protein: MMP0521−0.51

glutamyl−tRNA reductase: MMP0088−0.54
siroheme synthase: MMP0089−0.54
hypothetical protein: MMP0624−0.70

CBS domain containing protein: MMP0287−0.89
methylenetetrahydromethanopterin reductase: MMP0058−1.62

hypothetical protein: MMP0480−1.64
etrahydromethanopterin dehydrogenase−related protein: MMP1716−1.72

methyltransferase type 12: MMP1717−1.72
hypothetical protein: MMP1718−1.72
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