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Cluster: 0141 mmp; resid: 0.34 0.23 0.42 0.32; r/c: 11/58

x.range

upstream meme PSSM #1; e=2.5e+03

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=5.1e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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rpl7ae

rpl32e

rps9p

MMP1368

rps17p

rps8p

nusA

MMP1113

trm1

rpa

MMP1314

string
operons −200 −100 −1

transketoloase, C terminal half: MMP11130.00

30S ribosomal protein S17P: MMP14080.00

30S ribosomal protein S8P: MMP14140.00

50S ribosomal protein L32e: MMP14160.00

30S ribosomal protein S9P: MMP1325−0.01

50S ribosomal protein L7Ae: MMP0641−0.05

phosphoesterase domain−containing protein: MMP1314−0.10

30S ribosomal protein S7P: MMP1368−0.15

replication factor A: MMP1032−0.19

transcription elongation factor NusA: MMP1366−0.27

N(2),N(2)−dimethylguanosine tRNA methyltransferase: MMP0228−0.52

log10(P) upstream meme1 2 log10(P.clust)=NA; 11 seqs; 9 uniq
c(0.5, 2.5)
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