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Cluster: 0138 mmp; resid: 0.74 0.58 0.69 0.58; r/c: 27/56

x.range

upstream meme PSSM #1; e=2.2e+03
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upstream meme PSSM #2; e=3e+04
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●
●

●

●

●

●

●
●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

pyrD
aroC

hisC

MMP0193

thrS

MMP0450

MMP0453MMP0460

MMP0465

MMP0505

MMP0523MMP0534

MMP0566

MMP0715

MMP0739

MMP0758

codB

MMP0895

cheR

exoA

MMP1069

ehaS

MMP1641

tRNA−Arg1

tRNA−Val1

tRNA−Ser1

tRNA−Ala2

string −200 −100 −1
ix−loop−helix dimerization domain−containing protein: MMP1069NA
utative signal transduction protein with CBS domains: MMP1466−0.00

histidinol−phosphate aminotransferase: MMP1216−0.01
hypothetical protein: MMP0193−0.01

threonyl−tRNA synthetase: MMP0414−0.01
ferredoxin: MMP0450−0.01

neutral zinc metallopeptidase: MMP0453−0.01
hypothetical protein: MMP0460−0.01
hypothetical protein: MMP0465−0.01
hypothetical protein: MMP0505−0.01

AMP−binding domain protein: MMP0566−0.01
chorismate synthase: MMP1333−0.01

tRNA−Val: RNA_12−0.01
HNH endonuclease:HNH nuclease: MMP0758−0.02

MscS mechanosensitive ion channel: MMP0534−0.07
exodeoxyribonuclease III Xth: MMP1012−0.07

dihydroorotate dehydrogenase 1B: MMP0439−0.08
ABC transporter ATP−binding protein: MMP0523−0.08

chemotaxis protein CheR: MMP0930−0.08
tRNA−Arg: RNA_10−0.14

tRNA−Ala: RNA_3−0.17
tRNA−Ser: RNA_13−0.22

cytosine permease: MMP0789−0.25
soluble P−type ATPase: MMP1641−0.25

coenzyme F390 synthetase II: MMP0715−0.60
TPR repeat−containing protein: MMP0895−0.60

Asp/Glu racemase:aspartate racemase: MMP0739−0.74
log10(P) upstream meme1 2 log10(P.clust)=NA; 27 seqs; 27 uniq

c(0.5, 2.5)

10
 J

an
 1

5 
15

:0
2:

38
 it

er
=

29
99

cM
on

ke
y 

V
er

si
on

 4
.3

.5
 m

m
p


