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Cluster: 0130 mmp; resid: 0.14 0.40 0.31 0.13; r/c: 7/56
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50S ribosomal protein L30e: MMP1365−0.01

50S ribosomal protein L22P: MMP1403−0.03

50S ribosomal protein L23: MMP1545−0.03

50S ribosomal protein L2P: MMP1546−0.03

30S ribosomal protein S4e: MMP1411−0.07

50S ribosomal protein L19e: MMP1417−0.07

50S ribosomal protein L18P: MMP1418−0.07

log10(P) upstream meme1 2 log10(P.clust)=NA; 7 seqs; 4 uniq
c(0.5, 2.5)
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