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-1.20
-0.72 = " hypothetical protein: MMP0288
-0.72 = CBS domain containing protein: MMP0287
-0.46 hypothetical-protein: MMPQO395
-0.24 ———————=——hypetheticat-proteir” NINIRIES
-0.24 —hydrogenase-expressionfformation-protein-related: MVMP0291
-0.19 t eirr- NINRIAGH
-0.16 putatiVe-oxidoreductase: MMP0352
C -0.12 ———formate-dehydrogenase beta-sfiBunit: MMPO139
-0.11 sirohydrB€hlorin-cobaltochelatase: MMP0O164
192 /?\4 ;T7 | 010 nucleoside-triphosphate reductase activating protein:MMPO580
_0.08 I_IFC le IthGQC oubul Ilt 2: —
-0.04 —————pttative LtPSbiosynthesisproteinWhpG:- HNIEIEED
MMPO28f1Mmm0704 -004 —m————————— —————perm@ase’ MVIP0202
P8 \MP0287  mgess  —0.03 = hypothetical protein: MMP0333
MMPO177 -0.08 ————————————— = {R)—citramatatéSynthase: NNIEINES
cima  MMPRO333  ix)  -0.03 hytdroorotate-dehydregenase electrontransfer-subtnit: MININENES
IMR1118 -0.02 —————————————————— = ParAtype-ATPase: MINIEDNDD
MMRO202 COfH MMROS59 . —0.01 ————————hypetheticat protein: NINIRIESH
MP1267 -0.01 —————————————hypothetical-gfBtein: MNMP0559
0.01 hypo6thetical protein: MMP1718

0.01 =

MMP1718
MMPO3950MGhmA - string
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