Cluster: 0127 mmp; resid: 0.79 0.47 0.69 0.35; r/c: 22/56
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upstream meme PSSM #1; e=3e+03 upstream meme PSSM #2; e=3.5e+03

log10(P) upstream megme log10(P.clust)=NA; 22 segs; 22 uniq
-0.52 hypothetical protein: MMP1287
-0.43 Sensoty-traf 1seuetianFistidinekinase:- NIEIEES
-0.31 =—glutamate—binding-protein: NNIBIEE2
-0.31 =—hypotheticatproteitr- MRS
-0.31 nitrogenase refated-protein: MMP0447
-0.27 - hypothetical-protein: MMP1663
-0.27 hypothetical protein: MMP1660
-0.24 ——————cobatttransporter ATP—binding-subutnit: MINIEIASA
C T T A -0.22 =) T AP-endentuclease: MINMPI529
T 2 '3 4 5 6 7 1 70,190,058 ~0.20 ~ ——  hypothetical protein: MNIR0A63
-0.18 = hypothetigatprotein: HINIEIEES
MMPO36iALS4 -0.15 —sfressresp@srve—aiﬁha—beta barret-domdih-protein: MNMP0O887
MMRO0940 —-0.10 ——eofactor—independent phosphoglycerate- mttase: NNIEIIES
yaix -0.08 = hypothetical-prBtein: MMP0734
MMR1438 e MMPO7T39 -0.05 ————————aspartate/giwtamatefuridylatekinase: VNIEIGAS
4MRZ39 mmpo7yMPL66  —0.05 —————————————————hypothetical-protein: MMP0209
IMR04SEMMALESS -0.05 —Aspi@uﬁaeaﬁasefaﬁaaﬁetg—faems_ef MMPO0739
MMPosqa —0.04 hypothetical-protein: MMP0364
IMR1303 MMR0209 -0.04 hypotheticatprotein-NNIRDASS
MMROSST, 100152 MMRO463 0.03 = =———citrate-transporter: MMP0152
MMP1660 -0.01 = hypetheticat-protein: MINIEOSED
MMP12g7 _ MMRI1048 -0.01 P orotate phesphoribosyltransferase: MMP1492
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