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cMonkey Version 4.3.5 mmp

Ipstream meme PSSM #1; e=1.2e+04upstream meme PSSM #2; e=1.2e+04

Cluster: 0125 mmp; resid: 0.95 0.62 0.64 0.54; r/c: 25/57
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log10(P) upstream meme
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-0.31 hypothetical protein: MMP0269
-0.15 fifefotdin-stbunit-atpha: NINBIITD
-0gdHoribosylaminoimidazole—su€tinocarboxamide-synthase: MMP0540
04— i ein: MIMRO828
-0.12 thymidine phosphorylase: MMP0327
_007 thuu: (byOtC;IIC) HIUtCGQ\:: —
-0.07 ; -1 MMPI088

.07 ————— otycosyttransferase;grot|
—-QloRthionine—8ramino—7—oxononanoate-aminotransferase: MIVMIRPO86S5

-0.05 hypothetical-protein: MMP0812
-03— i eir:- MINIEIGAS
-0.03 ———— eirr- NNEINES
-0.03 - ==—hypothetical-protein: MMP0186
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ce02yme-F420—non—reducing-hydrogenase-subunit-gamma: MMP0822

-0.02 hypottf8tical protein: MMP0243
-0.01 ———sodium/hydrogen-exchanger: MMP0484
-0.01 hyputhct;bal plutc;ll: MMP0059
NA ———————————hypotheticalprotein: MINIRNIESS
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NA hypothetical-protein: MMP0485
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