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Cluster: 0122 mmp; resid: 0.29 0.59 0.58 0.41; r/c: 24/56
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MMP0682

ftsY

MMP1278
MMP1279

MMP0673

pstB

glnA

MMP0012

MMP0075

MMP0231

MMP0637

MMP0672

MMP0842

MMP0898

MMP0922

MMP1100

MMP1166

glgA

ehaG

MMP1519

MMP1542

MMP1590 psmR

flaH

string
operons −200 −100 −1

in dependent transport system inner membrane protein: MMP0672−0.00
hypothetical protein: MMP0682−0.00

cellulose−binding: MMP0898−0.00
proteasome−activating nucleotidase: MMP1647−0.00

TPR repeat−containing protein: MMP0673−0.02
phosphate ABC transporter ATPase: MMP1098−0.02

flagellar accessory protein FlaH: MMP1674−0.02
anion transport system permease protein: MMP1519−0.03

abortive infection protein: MMP0075−0.03
hypothetical protein: MMP1278−0.04

camphor resistance CrcB protein: MMP1279−0.04
putative phage infection protein: MMP0922−0.05

ArsR family transcriptional regulator: MMP0637−0.07
CoA−binding domain protein: MMP0012−0.19

ExsB family protein: MMP1590−0.29
starch synthase: MMP1294−0.30

hypothetical protein: MMP0842−0.37
cysteine−rich small domain: MMP0231−0.40

signal recognition particle−docking protein FtsY: MMP0683−0.40
translin family protein: MMP1542−0.40

putative transcriptional regulator: MMP1100−0.41
hypothetical protein: MMP1454−0.54

iron−sulfur flavoprotein: MMP1166−0.74
glutamine synthetase: MMP1206−1.40
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