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Cluster: 0121 mmp; resid: 0.66 0.59 0.58 0.26; r/c: 21/56
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upstream meme PSSM #1; e=1.5e+04
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upstream meme PSSM #2; e=1.3e+03
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rfc
MMP1443

MMP0668

MMP0669MMP1570bioD
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tgtA

argH

MMP0044

MMP0157

MMP0416

MMP0527

MMP0536cmk MMP0677

xseA

MMP1197

cbiE

rpoA1

ileS

string
operons −200 −100 −1

7−cyano−7−deazaguanine tRNA−ribosyltransferase: MMP0610−0.01
beta−lactamase domain protein: MMP0044−0.01

cobalt−precorrin−6Y C(5)−methyltransferase: MMP1227−0.02
30S ribosomal protein S3Ae: MMP0669−0.03

hypothetical protein: MMP0668−0.03
DNA−directed RNA polymerase subunit A': MMP1363−0.04

hypothetical protein: MMP0416−0.04
dependent transport systems inner membrane component: MMP1197−0.05

hypothetical protein: MMP0677−0.06
dethiobiotin synthase: MMP1573−0.09

8−amino−7−oxononanoate synthase: MMP1574−0.09
replication factor C small subunit: MMP0427−0.13

hypothetical protein: MMP0157−0.15
hypothetical protein: MMP0536−0.15

cytidylate kinase: MMP0626−0.15
exodeoxyribonuclease VII large subunit: MMP0732−0.15

ATP/GTP−binding motif−containing protein: MMP1443−0.15
hypothetical protein: MMP0527−0.40

isoleucyl−tRNA synthetase: MMP1474−0.40
argininosuccinate lyase: MMP0013−0.57

hydrolase, TatD family: MMP1570−1.36
log10(P) upstream meme1 2 log10(P.clust)=NA; 21 seqs; 19 uniq
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