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Cluster: 0120 mmp; resid: 0.41 0.64 0.63 0.41; r/c: 20/59

x.range

upstream meme PSSM #1; e=1.9e+03

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15

x.range

y.
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ng
e

upstream meme PSSM #2; e=1.7e+04

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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modCmodA

MMP1652

Mma−sR02

MMP1137

MMP1167

MMP1188

tRNA−Ala2

MMP0002

MMP0091

guaB

MMP0292

MMP0343

MMP0562

MMP0663

MMP0675

MMP0790

frcD

MMP1023

MMP1612

string
operons −200 −100 −1

Mma−sR02NA
hypothetical protein: MMP0343NA

ABC transporter ATPase: MMP1649NA
BC transporter periplasmic molybdate−binding protein: MMP1651NA
BC transporter periplasmic substrate−binding protein: MMP1652NA

sulphate transporter: MMP0663−0.00
hypothetical protein: MMP1188−0.02

inosine−5'−monophosphate dehydrogenase: MMP0133−0.02
hypothetical protein: MMP0292−0.02

tRNA−Ala: RNA_6−0.09
flavoprotein related protein: MMP1167−0.17

Lrp/AsnC family transcriptional regulator: MMP1137−0.28
hypothetical protein: MMP0091−0.31
hypothetical protein: MMP0562−0.31

coenzyme F420−reducing hydrogenase subunit delta: MMP0819−0.31
TetR family transcriptional regulator: MMP1023−0.31

hypothetical protein: MMP1612−0.37
hypothetical protein: MMP0675−0.44

L−seryl−tRNA selenium transferase: MMP0002−1.21
hypothetical protein: MMP0790−1.72

log10(P) upstream meme1 2 log10(P.clust)=NA; 20 seqs; 18 uniq
c(0.5, 2.5)
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