Cluster: 0118 mmp; resid: 0.09 0.22 0.33 0.25; r/c: 15/56
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-0.40 glutamate synthase; large subunit; subffhit 3: MMP0082
-0.15 —————5pSribesomatproteir 3P VINIPI548
-0.15 adenylosuccinate lyase: MMP0971
0.00 50S ribosomal proteif L5P: MMP1412
0.00 50S ribosomal-protein L24P: MMP1410
0.00 505 ribosomal-protein-L14P: MMP1409
0.00 56S-ribosomal-protein-L28- MMP1405
0.00 RNA-2'-O-methyl-modification-protein-(NOP5/NOP56): MMP0596
0.00 50S ribosomal protein L37Ae: MMP0249
0.00 30S ribosomal proteif®S5P: MMP1419
0.00 50S ribosomal protein ®32e: MMP1416
0.00 30S ribosomal proteif™S8P: MMP1414
0.00 —_— —ses-nbosemn-pmem!see-_

—200 -100



