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Cluster: 0115 mmp; resid: 0.55 0.55 0.65 0.34; r/c: 26/58

x.range

upstream meme PSSM #1; e=0.66
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upstream meme PSSM #2; e=10
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MMP0643
MMP1494

MMP0707

MMP0708

MMP1033

tmk
MMP1035

MMP1036

cbiF
minD

MMP1168

MMP1550

MMP1596

aIF−2_beta

MMP0606

MMP0665

MMP0678

MMP0999

MMP1070

ppiB

MMP1204

MMP1231
MMP1240

hsp60

MMP1605

ehbG

string
operons −200 −100 −1

septum formation inhibitor−activating ATPase: MMP11450.00
translation initiation factor IF−2 subunit beta: MMP02970.00

hypothetical protein: MMP06430.00
hypothetical protein: MMP06650.00
hypothetical protein: MMP06780.00

sodium/hydrogen exchanger: MMP07070.00
hypothetical protein: MMP09990.00

M24 family metallopeptidase: MMP12040.00
chaperonin GroEL: MMP15150.00

precorrin−4 C11−methyltransferase: MMP16620.00
NADP oxidoreductase, coenzyme F420−dependent: MMP1550−0.05

HAD family hydrolase fragment: MMP1231−0.08
pyruvate kinase: MMP1605−0.08

Sep−tRNA:Cys−tRNA synthetase: MMP1240−0.10
ribosomal RNA methyltransferase RrmJ/FtsJ: MMP0606−0.11

hypothetical protein: MMP1494−0.11
Band 7 protein:stomatin: MMP1036−0.16

hypothetical protein: MMP1035−0.16
thymidylate kinase: MMP1034−0.17

hypothetical protein: MMP1596−0.22
hypothetical protein: MMP1033−0.30

ABC transporter ATP−binding protein: MMP1168−0.40
hypothetical protein: MMP1627−0.40
hypothetical protein: MMP0708−0.52
hypothetical protein: MMP1070−0.64

eptidyl−prolyl cis−trans isomerase, cyclophilin type: MMP1129−0.96
log10(P) upstream meme1 2 log10(P.clust)=NA; 26 seqs; 25 uniq
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