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Cluster: 0114 mmp; resid: 0.64 0.47 0.50 0.26; r/c: 24/57

x.range

upstream meme PSSM #1; e=0.0017
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MMP1174

MMP1175

MMP1292

MMP1293

MMP0549

MMP0634

MMP0675

MMP0194
MMP0232

MMP0294

MMP0475

MMP0497

MMP0533

MMP0656
MMP0702MMP0718

MMP0762

resP

hdrA

MMP0852

NifI1

MMP0964

MMP0996

MMP1475

string −200 −100 −1
site−specific recombinase: MMP0766NA
Pyrrolo−quinoline quinone: MMP0294−0.01

hypothetical protein: MMP0656−0.01
hypothetical protein: MMP0996−0.02
hypothetical protein: MMP1175−0.03
hypothetical protein: MMP0533−0.03

TPR repeat−containing protein: MMP0762−0.03
hypothetical protein: MMP0634−0.04
hypothetical protein: MMP0675−0.04
hypothetical protein: MMP0475−0.04

nitrogen regulatory protein P−II: MMP0854−0.04
heterodisulfide reductase subunit A: MMP0825−0.05

hypothetical protein: MMP1475−0.05
peroxiredoxin: MMP1174−0.06

hypothetical protein: MMP0497−0.20
hypothetical protein: MMP0702−0.20
hypothetical protein: MMP0549−0.39
hypothetical protein: MMP0964−0.39

glycoside hydrolase 15−related: MMP1292−0.51
hypothetical protein: MMP0232−0.68
hypothetical protein: MMP0194−0.70

glycosyl transferase, group 1: MMP1293−1.05
hypothetical protein: MMP0852−1.52
hypothetical protein: MMP0718−2.11

log10(P) upstream meme1 2 log10(P.clust)=NA; 24 seqs; 24 uniq
c(0.5, 2.5)
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