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Cluster: 0112 mmp; resid: 0.88 0.44 0.60 0.31; r/c: 27/58

x.range

upstream meme PSSM #1; e=6.3e+04
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upstream meme PSSM #2; e=7.6e+04

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9

●

●

● ●

●

●

●

●

●

●

●

●
●

●●

●

●

●

●

●

●●

●

●

●

●

●

hypE

MMP1520

MMP0767MMP0768

MMP0769

MMP0806

MMP0807

amtB
MMP0460

codB

MMP1069

MMP0009MMP0332

MMP0449MMP0455
MMP0464

MMP0481
transporting

MMP0568

MMP0773

MMP0775vhcB

MMP0832

MMP0974

MMP1143

MMP1350

MMP1430

string
operons −200 −100 −1

hypothetical protein: MMP0974−0.00
hypothetical protein: MMP0464−0.01

TPR repeat−containing protein: MMP1143−0.02
hydrogenase expression/formation protein HypE: MMP0274−0.02

transcriptional regulator related protein: MMP0568−0.02
hypothetical protein: MMP0481−0.03
hypothetical protein: MMP0775−0.03
hypothetical protein: MMP0767−0.04
hypothetical protein: MMP0768−0.04
hypothetical protein: MMP0769−0.04

ferredoxin: MMP0832−0.04
ammonium transporter: MMP0068−0.05

hypothetical protein: MMP0773−0.06
cytosine permease: MMP0789−0.07

ferredoxin: MMP0449−0.07
hydrogenase accessory protein HypB: MMP1520−0.07

coenzyme F420−non−reducing hydrogenase subunit beta: MMP0824−0.10
amino−acid ABC transporter: MMP0455−0.13

ix−loop−helix dimerization domain−containing protein: MMP1069−0.19
hypothetical protein: MMP0806−0.21

putative DNA primase large subunit: MMP0009−0.21
hypothetical protein: MMP0332−0.24

P−type (transporting), HAD superfamily, subfamily IC: MMP0520−0.38
cation transporter: MMP1430−0.46

carboxymuconolactone decarboxylase related protein: MMP0807−0.51
radical SAM domain protein: MMP1350−1.03

hypothetical protein: MMP0460−2.13
log10(P) upstream meme1 2 log10(P.clust)=NA; 27 seqs; 25 uniq
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