Cluster: 0110 mmp; resid: 0.63 0.61 0.58 0.50; r/c: 33/57

=2999

10 Jan 15 15:02:38 iter
cMonkey Version 4.3.5 mmp

I I
20 40

upstream meme PSSM #2; e=90

upstream meme PSSM #1; e=12
g =T

ACCA KAASO

1 3 5 7 9 11 13 1 6

T

11 16 21

ehalRNA-Arg3
MMRO569 MMR1167

MMR0662  I"C23H\R0972  ribH

MMRO779
MR1182 %;IutaminyldranMMgQg46 ivC
tRNA-ATa2
psi7E  MMROBL  s0d " PRMPOSC

gatCMMRL14
Ymrog12 MMP166ia-Phe:
MMPRO63OMR0962  MMPR0724
tRNA=Cys1 RNA_49
MMRO786

RNA_45
MMROAAfMR1329 = Sting

= Operons

T T
80

I
100

_l 52 ||ypuu|cu\,al IULCIII
-112 lﬁ.m
-0.89 trafStation-initiation factor Su 1: MMP1206
689 ratomrer afed—pfe{ MMP1167
—U. ||avu rotein—r e’ﬁ_
-0.49 3E: MMP0639
-0.48 = MMP1329
-0.36 hypothetlca p:ate n: MMP0246
_033 IIyPULIIClIbC\ plUlC II _
-0.28 hypothetical-protein: MMPO724
-0.15 —aspartyl/glutamyltRNA-amidotransferase-subuait C MMP0575
-0.15 7e: MMPO577
-0.14 hypothetical-protein: MMP0569
—8%421 hypothetlcal protein: MMP1661

-0.08 —modification-enzyme-{gtataminyttransferaSe) retated: NIMENISE0
_8 8% y.l- ZITTG IIIIBCI IULCIII m
-0.06 4—oxalocrotonate-tautomerase: MMP0912
0.06 — hypothetical protein: MMP0503
-0.05 Ily pothetiea protett: MMP1459
0.05 hyaothetlca pretein: MMPO779
_005 l\ClUI Clblu 1 uUU\alUIDUI TTrasc, m
-0.04 PRC—-barrel-domain-protein: MMP0736
-0.02 hypothetical protein: MMPO786
0.01 e m==—hypothetical-protein: MMP0671
-0 —mMmM8M8Mm™Mm————— h‘ypﬂt‘heﬂ\.a |JIULC n:- MMPO461
NA CRNA 49
Nﬁ CRNAT45
RNA—PhaERINAE20

NA ————AFP—dependenthelicase: MRDIDAD
NA 6 7-dimethyl-8—gihityllumazine synthase: MMP0050



