Cluster: 0107 mmp; resid: 0.59 0.47 0.62 0.32; r/c: 27/58

=2999

10 Jan 15 15:02:38 iter
cMonkey Version 4.3.5 mmp

<t
|

NN

o

X &J

7\

[

LR

" "
N

LT
S
g

=

S e

ALY
7D
N

%%,

-~

—

<

<{

=

=7
—a ‘

|

=
<7
2

J S

411\4,\
2>
S

NS

S

= )
—
S
1.-

= =
=X D
S <2
e
=0
—

—

l A [ I\

AV ‘ >

!'fﬁs Nk ‘\ ‘ \ A\ \
J‘a &\. ‘s ‘ﬁ, ﬁ 1§ ‘\' /\\a Al %‘ s »‘s‘(\\ |
N ",\3" 48 2“@& :‘v'&%’.*'«s”l“.w‘" W
NS 0N e @m\al) ! !
A ”Vﬂ'!W WTHL
N, l\{‘;,% \.g 44 lw‘

< Z

S~

I
20

40

upstream meme PSSM #1; e=370 upstream meme PSSM #2; e=3.7e+03

[y
[y

—————

—

<>

—
=
e—

M—

—HO!

MMR4354
Fasss3

log10(P) upstream meme
-0.96

60

I
80 100

log10(P.clust)=NA; 27 segs; 24 uniq

e string
= operons

-0.70 — PP-loop-dBfain protein: MMP1356

-0.41 hypothetical protein: MMP0O579

-0.22 , p1: MMP0356

-0.22 se: MMP0351

-0.21 —nol-dehydrogenase regulatorypsaiein related protein: MMP0363

-0.07 + tx—ch tzatt t Hat el ]

-0.07 f i Sod

-0.07 hypothetical protein: MMP1343

_005 hyputhctlwe"ﬁ_ —

-0.02 Na(+)/H(+)-exchanger-family-protein: MMP0100

-0.01 hypothetical-protein: MMP0636

2 3 4 5 6 -0.01 radical SAM domain protein: MMP1350

0.00 —— pttative-RNA-methiftase: MIMBISED

aspBslikel. 0.00 thiamt b lellthCOlO pIUtC!II: MMP1354

MMRO804 iteD 0.00 ——— hypSthetical-protein: NINIPESSES

MMPO636  vvposas 0232 0.00 il rase retated-protein: NIMBISA9

COfD MMP1356 0.00 T Iy}JULI ICI.I\.;C\.I PI LT, —

VIMP0363 dapF 888 T t : ——
.00 ————————diaminopimetate-epimérase:

. MMRO269MMRO835 135 0.00 —————————————==mm——hypotheticat-protein: MNMROSSS

= 0.00 hyputhctu\,al plutclll: MMP0804

MMRO35Gumpos02  MMjS1348 0.00 LPRGRO-2—-phospho—L—lactate-transferase: MMP0404

MMP1601 0.00 hypothetical-protein: MNIP0402

nnfligeags—poiy aprenyl 0,00 molybdenum cofacter biosynthesis-protein MoeA: MMP0545

MMRL1534 H 343 0.00 -hypotheticat-protein: MVMP0O832

0.00 —— dihydroxy—acid-dehydratase: MNMROSE8




