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Cluster: 0105 mmp; resid: 0.21 0.64 0.68 0.40; r/c: 26/57

x.range

upstream meme PSSM #1; e=1.3e+03
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argC

MMP0662

MMP0846

rps14P

pdfA

RNA_45

Mma−sR03

tfe

MMP0110

MMP0114

MMP0247

fmdA

MMP0528

MMP0613

MMP0731

MMP0914

MMP0992

MMP0993
ehbC

MMP1134

rnhB
ehaN

MMP1468

MMP1482

MMP1587MMP1706

−200 −100 −1
RNA_45NA

Mma−sR03NA
energy conserving hydrogenase A small subunit: MMP1461NA

cobalt transport protein CbiN: MMP1482NA
ABC transporter:AAA ATPase: MMP0110−0.01

prefoldin subunit alpha: MMP1470−0.01
hypothetical protein: MMP1468−0.01

xylose isomerase domain protein TIM barrel: MMP0114−0.02
ribosomal biogenesis protein: MMP0247−0.02

putative monovalent cation/H+ antiporter subunit G: MMP1073−0.02
transcription initiation factor E subunit alpha: MMP0036−0.05

type A flavoprotein: MMP1134−0.05
30S ribosomal protein S14P: MMP1413−0.06

exodeoxyribonuclease VII small subunit: MMP0731−0.06
N−acetyl−gamma−glutamyl−phosphate reductase: MMP0116−0.08

hypothetical protein: MMP0528−0.12
hypothetical protein: MMP0992−0.12
hypothetical protein: MMP0846−0.15
hypothetical protein: MMP1587−0.15
hypothetical protein: MMP0662−0.16

formylmethanofuran dehydrogenase, subunit A: MMP0509−0.17
H/ACA RNA−protein complex component Nop10p: MMP1706−0.20

acetolactate decarboxylase: MMP0613−0.47
hypothetical protein: MMP0914−0.55

ribonuclease HII: MMP1374−0.55
XRE family transcriptional regulator: MMP0993−0.62

log10(P) upstream meme1 2 log10(P.clust)=NA; 26 seqs; 25 uniq
c(0.5, 2.5)
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