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W1aVsl Ve VNTLIEY  —0a3 S ——hypothetieat-protein: NINIRISSA
-0.13 hypothetical-protein: MMP1217
serS ”‘XB -0.07 MSES mechanosensitive ion channel: MMP0264
gatA -0.05 ———hypotheticat-protein- VIMPI516
mmpoz1z  MPO90 005 glycyl~tRNA synthefase: MMP0212
MRLS94 ~ -o001 shikimate'5—dehydrogenase: MINMBOSEE
areE [ ———seryl-tRNA synthefase: MMP0879
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guaA  MMRL217 -0.01 GMP-synthase-subunit-B: MMP0894
PG 7 vals -0.01 E€TP-synthetase: MMP0893
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