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Cluster: 0104 mmp; resid: 0.51 0.31 0.56 0.32; r/c: 17/57

x.range

upstream meme PSSM #1; e=32
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1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 151 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15
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string
operons −200 −100 −1

CTP synthetase: MMP0893−0.01

GMP synthase subunit B: MMP0894−0.01

HAD superfamily (subfamily IA) hydrolase: MMP0939−0.01

seryl−tRNA synthetase: MMP0879−0.01

shikimate 5−dehydrogenase: MMP0936−0.01

glycyl−tRNA synthetase: MMP0212−0.05

hypothetical protein: MMP1516−0.05

MscS mechanosensitive ion channel: MMP0264−0.07

hypothetical protein: MMP1217−0.13

hypothetical protein: MMP1594−0.13

2−phosphoglycerate kinase: MMP1431−0.14

acetolactate synthase catalytic subunit: MMP0650−0.24

acetolactate synthase 3 regulatory subunit: MMP0651−0.24

aspartyl/glutamyl−tRNA amidotransferase subunit A: MMP1510−0.24

valyl−tRNA synthetase: MMP0584−0.48

Holliday junction resolvase: MMP0336−1.70

rhodanese domain protein: MMP0900−1.80

log10(P) upstream meme1 2 log10(P.clust)=NA; 17 seqs; 15 uniq
c(0.5, 2.5)
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