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Cluster: 0102 mmp; resid: 0.47 0.37 0.36 0.36; r/c: 18/55

x.range

upstream meme PSSM #1; e=2.3

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=8.8e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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acd

hypD

MMP1212

MMP1210
MMP1211

MMP1213

MMP1535

MMP1537

MMP0152

MMP0229
MMP0594MMP1344

MMP0025

MMP0309

MMP0350

eno

ppiB

MMP1585 string
operons −200 −100 −1

citrate transporter: MMP0152−0.01

hexapeptide repeat−containing transferase: MMP0350−0.01

hypothetical protein: MMP0594−0.03

hypothetical protein: MMP1344−0.03

amino acid ABC transporter ATP−binding protein: MMP0229−0.06

eptidyl−prolyl cis−trans isomerase, cyclophilin type: MMP1128−0.06

CoA−binding domain protein: MMP0253−0.09

cytochrome c heme−binding site: MMP1537−0.14

hypothetical protein: MMP1535−0.15

hydrogenase expression/formation protein HypD: MMP0289−0.19

enolase: MMP0396−0.29

DsrE family protein: MMP0309−0.30

hypothetical protein: MMP0025−0.38

arginase: MMP1585−0.47

hypothetical protein: MMP1210−2.68

hypothetical protein: MMP1211−2.68

acetyl−CoA acetyltransferase: MMP1212−2.68

hypothetical protein: MMP1213−2.68

log10(P) upstream meme1 2 log10(P.clust)=NA; 18 seqs; 15 uniq
c(0.5, 2.5)
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