Cluster: 0094 mmp; resid: 0.35 0.44 0.71 0.44; r/c: 23/57
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-0.51 MCE family—like protein: MMP1024
-0.46 - hypothetical-protein: MMP0299
hypotheticat pae‘iﬁ_ MMPO761

-0.21 — — —nicetinamidematicleotide-adenylyltransferase:- MNIRESES
-0.21 ————hypothetical-protein: MMP0031
-0.21 MEM family-BNAreplication-protein: NNIESEED

014 — " ypotheticat protein: MIVIPO5SE
-0.11 —————  RNA-methyltransferase-refatedpiBtein:
-011— ™ pypothetical protein: MMP0531

102¢

_006 -rll\l"\\ I’\‘ll dUIIIG.;II }JIU:C;II: —
-0.04 MEE fﬂlll;:y hke—pretem* MMPO0470
-0.03 hypothetical pf@tein: MMP0803
-0.03 putative int&@tal membrane protein: MMP0725
-0.02 anion-transport system-permease-protein: MMP1519

-0.01 ——amine-acid-ABE—type-transporter-refatedprotein: NMINIEI22S

xerD-like MMRO59{,\po725

MMP0803 chiJ
MMRO98BVIRL5 7 Stng

operons.

-0.01 "M/pothetical protein: MMP0842

-0.01 precoftt in—6xreductase-Chid/Cobk: MNP0599

-0.00 hypetheticat-protein: MINIRIASS

-0.00 hypethetical-protein: MINIRIZZ9

-0.00 I — —tedi¢@SAM-domain-protein: HNIEIES
-200 -100 -1



