
20 40 60 80 100

−
4

−
2

0
2

4
6

Cluster: 0090 mmp; resid: 0.84 0.51 0.71 0.37; r/c: 27/56
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upstream meme PSSM #1; e=560
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MMP0415
secF

MMP0547hisBtrpE

MMP0703

MMP1110

MMP0810

MMP0811

MMP1126

radA

MMP0454
MMP0690

frcA

nifX

rrnA5S

tRNA−Ala2

Mma−sR04

MMP0240
MMP0354

MMP0496

MMP0760

cobD
MMP1058

endA

MMP1270

or900

string −200 −100 −1
Mma−sR04NA

hypothetical protein: MMP10580.00
hypothetical protein: MMP11100.00

etrahydromethanopterin S−methyltransferase subunit A: MMP15650.00
polyferredoxin: MMP0690−0.00

hypothetical protein: MMP0240−0.00
hypothetical protein: MMP0454−0.05

coenzyme F420−reducing hydrogenase subunit alpha: MMP0820−0.05
nitrogen fixation−related protein: MMP0860−0.05

hypothetical protein: MMP0811−0.05
hexulose−6−phosphate synthase/ribonuclease regulator: MMP1270−0.05

putative proliferating−cell nucleolar antigen: MMP1126−0.05
O−sialoglycoprotein endopeptidase/protein kinase: MMP0415−0.05

hypothetical protein: MMP0760−0.05
tRNA−Ala: RNA_7−0.10

glutamate synthase subunit−related: MMP0496−0.10
tRNA−splicing endonuclease subunit alpha: MMP1132−0.10

putative oligosaccharide transporter: MMP0354−0.17
RecJ related protein: MMP0547−0.22

5S ribosomal RNA: RNA_46−0.27
preprotein translocase subunit SecF: MMP1524−0.40

hypothetical protein: MMP0810−0.52
imidazoleglycerol−phosphate dehydratase: MMP0548−0.55

DNA repair and recombination protein RadA: MMP1222−0.55
anthranilate synthase component I: MMP1006−0.85

hypothetical protein: MMP0703−0.85
cobalamin biosynthesis protein: MMP0951−1.70

log10(P) upstream meme1 2 log10(P.clust)=NA; 27 seqs; 27 uniq
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