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Cluster: 0089 mmp; resid: 0.62 0.47 0.63 0.39; r/c: 24/56

x.range

upstream meme PSSM #1; e=24
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upstream meme PSSM #2; e=7.5e+03

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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RecJ related protein: MMP0547−0.00
cobalamin biosynthesis protein: MMP0951−0.00

hypothetical protein: MMP0398−0.00
hypothetical protein: MMP1387−0.01

energy conserving hydrogenase A large subunit: MMP1462−0.02
hypothetical protein: MMP1209−0.04
hypothetical protein: MMP0835−0.10

)−2,3−di−O−geranylgeranylglyceryl phosphate synthase: MMP1677−0.10
hypothetical protein: MMP1713−0.15
hypothetical protein: MMP0234−0.15
hypothetical protein: MMP0235−0.15

tRNA−splicing endonuclease subunit alpha: MMP1132−0.18
dehydrogenase/(S)−hydroxyglutaric acid dehydrogenase: MMP1133−0.18

hypothetical protein: MMP1508−0.32
uroporphyrinogen decarboxylase: MMP0830−0.47

methylcobalamin:coenzyme M methyltransferase: MMP0831−0.47
hypothetical protein: MMP0810−0.52

polysaccharide biosynthesis protein: MMP0896−0.52
endent pyridine nucleotide−disulphide oxidoreductase: MMP1259−0.59

hypothetical protein: MMP0501−0.82
quinolinate phosphoribosyl transferase: MMP0516−1.07

phosphomethylpyrimidine kinase: MMP1639−1.32
radical SAM domain protein: MMP0589−1.40

CDP−diacylglycerol−−serine O−phosphatidyltransferase: MMP1171−1.40
log10(P) upstream meme1 2 log10(P.clust)=NA; 24 seqs; 21 uniq

c(0.5, 2.5)
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