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Cluster: 0084 mmp; resid: 0.85 0.52 0.63 0.45; r/c: 27/57

x.range

upstream meme PSSM #1; e=3.6e+03
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x.range
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ng
e

upstream meme PSSM #2; e=1.3e+04

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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amtB

amtB

modBMMP1518
MMP0794

MMP1698

pcm

MMP0114

III

MMP0366

MMP0393

MMP0550

MMP1177

mre11
MMP1442

MMP0171MMP0293

MMP0375MMP0563

upp

MMP0772

MMP0791

MMP0813

MMP1334

MMP1377

MMP1486

MMP1633

string −200 −100 −1
hypothetical protein: MMP0366−0.00

MscS mechanosensitive ion channel: MMP1486−0.00
hypothetical protein: MMP1633−0.01

SbcD/Mre11 family DNA repair exonuclease: MMP1340−0.02
NifC−like ABC−type porter: MMP0506−0.02

aldolase: MMP0293−0.03
hypothetical protein: MMP0772−0.03

nsport system substrate−binding protein, C−term half: MMP1177−0.05
hypothetical protein: MMP0794−0.05
phosphodiesterase: MMP0393−0.06

TetR family transcriptional regulator Member: MMP0791−0.08
hypothetical protein: MMP0813−0.08

te/molybdate ABC−transporter homolog, ATPase subunit: MMP1518−0.08
solute−binding protein/glutamate receptor: MMP1334−0.09

ammonium transporter: MMP0068−0.09
hypothetical protein: MMP0563−0.10

radical SAM domain protein: MMP0375−0.14
xylose isomerase domain protein TIM barrel: MMP0114−0.15

hypothetical protein: MMP1377−0.28
n(III) transport system, periplasmic binding protein: MMP0196−0.35

amino acid ABC transporter periplasmic protein: MMP0550−0.42
protein−L−isoaspartate O−methyltransferase: MMP0102−0.49

transcription regulator ArsR: MMP1442−0.85
hypothetical protein: MMP1698−0.96

uracil phosphoribosyltransferase: MMP0680−1.07
ammonium transporter: MMP0065−1.39

hypothetical protein: MMP0171−1.48
log10(P) upstream meme1 2 log10(P.clust)=NA; 27 seqs; 27 uniq
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