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Cluster: 0082 mmp; resid: 0.57 0.36 0.67 0.40; r/c: 26/58

x.range

upstream meme PSSM #1; e=2.2e+03
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x.range
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upstream meme PSSM #2; e=4e+03
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MMP0231

MMP0312

rplP0rps2P

cmkrpl34e

ribC

MMP1250

MMP0079
MMP0121

cbiC

MMP0595

MMP0598

MMP0621

MMP0837
MMP0845

MMP0909

MMP0911

MMP0916

MMP1015

MMP1016

MMP1025
MMP1615

MMP1638

MMP1653

hom

string −200 −100 −1
cysteine−rich small domain: MMP0231−0.01
acidic ribosomal protein P0: MMP0259−0.01

6−pyruvoyl tetrahydropterin synthase: MMP1250−0.01
iron−sulfur flavoprotein: MMP0911−0.01

utative signal transduction protein with CBS domains: MMP1016−0.01
hypothetical protein: MMP1653−0.01

cytidylate kinase: MMP0626−0.01
PRC−barrel domain protein: MMP0916−0.01
homoserine dehydrogenase: MMP1702−0.01

30S ribosomal protein S2: MMP0667−0.02
hypothetical protein: MMP1615−0.03

precorrin−8X methylmutase: MMP0330−0.03
50S ribosomal protein L34e: MMP0627−0.03

hypothetical protein: MMP0845−0.03
transcription factor CBF/NF−Y: MMP1015−0.03

xylose isomerase domain protein TIM barrel: MMP0621−0.08
hypothetical protein: MMP1025−0.09

phosphoglycerate mutase−related: MMP0598−0.12
hypothetical protein: MMP0595−0.14

ribonuclease H: MMP0837−0.14
hypothetical protein: MMP0909−0.14
hypothetical protein: MMP0312−0.34

MoaA/nifB/pqqE family protein: MMP1638−0.49
orotate phosphoribosyltransferase−like protein: MMP0079−0.80

riboflavin synthase: MMP0180−0.85
hypothetical protein: MMP0121−0.92

log10(P) upstream meme1 2 log10(P.clust)=NA; 26 seqs; 26 uniq
c(0.5, 2.5)
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