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Cluster: 0080 mmp; resid: 0.62 0.28 0.58 0.19; r/c: 12/57
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string
operons −200 −100 −1

roadblock/LC7 family protein: MMP1714−0.00

etrahydromethanopterin dehydrogenase−related protein: MMP1716−0.00

small GTP−binding protein: MMP1715−0.00

nitrogen regulatory protein P−II: MMP0066−0.01

xanthine/uracil permease family protein: MMP0689−0.04

hypothetical protein: MMP1644−0.05

hypothetical protein: MMP1683−0.09

heterodisulfide reductase, subunit A: MMP1697−0.09

uracil phosphoribosyltransferase: MMP0680−0.10

F420−non−reducing hydrogenase subunit: MMP1695−0.38

coenzyme F420−reducing hydrogenase subunit gamma: MMP1384−0.85

coenzyme F420−reducing hydrogenase subunit alpha: MMP1382−0.85
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