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10 Jan 15 15:02:38 iter
cMonkey Version 4.3.5 mmp

Cluster: 0079 mmp; resid: 0.50 0.42 0.66 0.25; r/c: 21/57
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- log10(P) upstream meme log10(P.clust)=NA; 21 seqs; 19 uniq

-0.39 —————— =RNA-3—terminal—phosphatecyctase: NINIE0628

-0.35 —aspartylglutamyl-tRNA-amidotransferase-subuffit'B: MMP0946

-0.32 hyputhct;\.’ai pIUtC;II: MMP1465

-0.32 ————————hypotheticat-protein: VINIEIEED

-0.32 — hypothetical protein: MMP0518

T -0.31 ——flap-endentuclease—1:- NINIRISIS
-0.31 ~ — — hypothetical protein: MMP1312

AA A c -0.23oxogtutarate-ferredoxin-oxidoreduetase-stbunit-gamma: VNIENSES
T T T T -0.15 ate y:usﬁcerﬁafeﬂt'he‘tase'_
5 7A9 1 g ﬁs‘ 1 3 5 goﬁ 13 -0.13 GMPSYnthase-sulfiiffitA: MINPIZ45
-0.12 — hypothetical protein: MNMP0O910

k -0.06 — magnesium/cobalt trarf§Forter CorA: MMP1108

2“ MA -0.05 = intermediate filament protein: MMP0676

tr -0.05 ——————— == == 36Sribosomatprotein-S1 2~ CNIEIEED

corA — MMPOSIE - _0.04 hypothetical protein: MMP1612

MP1612 -0.04 tryptophan-synthase StBunit alpha: MMP1002

MMPOBIAMP091  —0,02 ——BiNA—directed-RNApolymerase-subunit A" INIENEED

gatB -0.02 ———="==——phoesphosetine-phosphatase-SerB: NNIENSN

MMPREZ12 seorB rppA2 -0.01 aminotrarfSerase: NINIBISSE

fe\l 0 J -0.01 ——— hypothefigal protein: MMP0815

moaB -0.01 _molybdenum €6fagtor biosynthesis protein: MMP1485

= s -200 -100 -1



