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Cluster: 0079 mmp; resid: 0.50 0.42 0.66 0.25; r/c: 21/57

x.range

upstream meme PSSM #1; e=790

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.3e+04

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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trpA
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MMP1312

fen−1

moaB

korG
MMP1396

rpoA2

rps12P

purA

ehaMehaR

serB

rtcA

corA

MMP1612

MMP0518

MMP0676

MMP0815

MMP0910

gatB

string
operons −200 −100 −1

molybdenum cofactor biosynthesis protein: MMP1485−0.01
hypothetical protein: MMP0815−0.01

aminotransferase: MMP1396−0.01
phosphoserine phosphatase SerB: MMP0541−0.02

DNA−directed RNA polymerase subunit A'': MMP1364−0.02
tryptophan synthase subunit alpha: MMP1002−0.04

hypothetical protein: MMP1612−0.04
30S ribosomal protein S12P: MMP1367−0.05
intermediate filament protein: MMP0676−0.05

magnesium/cobalt transporter CorA: MMP1108−0.06
hypothetical protein: MMP0910−0.12

GMP synthase subunit A: MMP1445−0.13
adenylosuccinate synthetase: MMP1432−0.15

oxoglutarate ferredoxin oxidoreductase subunit gamma: MMP1315−0.23
hypothetical protein: MMP1312−0.31

flap endonuclease−1: MMP1313−0.31
hypothetical protein: MMP0518−0.32
hypothetical protein: MMP1460−0.32
hypothetical protein: MMP1465−0.32

aspartyl/glutamyl−tRNA amidotransferase subunit B: MMP0946−0.35
RNA 3'−terminal−phosphate cyclase: MMP0648−0.39

log10(P) upstream meme1 2 log10(P.clust)=NA; 21 seqs; 19 uniq
c(0.5, 2.5)
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