Cluster: 0076 mmp; resid: 0.58 0.29 0.61 0.31; r/c: 17/57
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-0.05 ———hypothetical-protein- MMP0344
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v D .00 hypothetical-protein: MMP0239
A MMRO0344 0.00 hypotheticat-protein- NINIEO282
MMR1715 MMRO61 .00 small GTP-binding 'protein: MMP1715

IMR1541 . .
0.00 CrdT8pressor family protein: MMP1447

MMP1377

MMR0593 0.00 coenzyme F420-reducing hydrogenase subun®@pha: MMP1382
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