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Cluster: 0075 mmp; resid: 0.52 0.40 0.63 0.51; r/c: 28/57

x.range

upstream meme PSSM #1; e=33

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.2e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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MMP0311aIF−2B_I

MMP1446

ehaA
ehaB

ehaD
ehaE

ehaFehaJ
ehaM

MMP0029

MMP0233

MMP0291

MMP0448

MMP0623

MMP0686

MMP0788

MMP0909

ppsA

MMP1236
MMP1471

MMP1521

hom

afuB_1

hemL

aroD

secY

MMP1584 string
operons −200 −100 −1

preprotein translocase subunit SecY: MMP1422−0.00
fructose−bisphosphate aldolase: MMP0686−0.01
phosphoenolpyruvate synthase: MMP1094−0.01

hypothetical protein: MMP1236−0.02
hypothetical protein: MMP0029−0.05
hypothetical protein: MMP0448−0.05

3−dehydroquinate dehydratase (Type I DHQase): MMP1394−0.05
hypothetical protein: MMP0909−0.11

hydrogenase expression/formation protein related: MMP0291−0.12
hypothetical protein: MMP1448−0.21
hypothetical protein: MMP1449−0.21
hypothetical protein: MMP1451−0.21

y conserving hydrogenase A integral membrane subunit: MMP1457−0.21
hypothetical protein: MMP1460−0.21
hypothetical protein: MMP1452−0.21
hypothetical protein: MMP1453−0.21
hypothetical protein: MMP0233−0.21

spermidine synthase: MMP1584−0.21
glutamate−1−semialdehyde aminotransferase: MMP0224−0.24

hypothetical protein: MMP0788−0.35
transcription initiation factor 2B subunit I: MMP1618−0.49

homoserine dehydrogenase: MMP1702−0.62
ABC−type transporter permease protein: MMP0109−0.77

hypothetical protein: MMP0311−0.80
hypothetical protein: MMP1471−0.92
hypothetical protein: MMP1521−1.15
hypothetical protein: MMP0623−4.30

Zn−finger, ZPR1 type:Zn−finger, ZPR1−related type: MMP1446−4.42
log10(P) upstream meme1 2 log10(P.clust)=NA; 28 seqs; 22 uniq

c(0.5, 2.5)
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